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APPLICATION OF MOLECULAR BIOTECHNOLOGY IN
THE IDENTIFICATION OF PLANT NEMATODES

He Zifu Yin Youqin
(Lab. of Plant Nematology, South China Agr. Univ., Guangzhou, 510642)

Abstract
The molecular biotechnology has been developed rapidly and applied widely in all kinds of

field in biology. It was generalized in this paper that some molecular biotechnology was of-
ten used in the identification of plant nematode species by nematology researchers at home
and abroad. The vista of the technological application in the field was prospected in the pa-

per.
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