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1.3 DNA 20 *L, 50 mmol/ L. KCI, 10
DNA McDonald * mmol/ L Tris—HCL 1 g/L Triton X—100, 3.0 mmol/L
70 mL PDB ( 200 g MgCl, Tag DNA Louc 74C
Vg 1L 250 mL :25C . 30min 10 nmole dNTP
2~4 d, ’ 1 U,
2=3 0.1~0.2g )1 pmol/LL ,6ng/ML  DNA
800 L PCR 04 °C 2.5 min :
CTAB( ) C 07 94C  Imin36 T 1min72°C  3min 38
mol/ L. NaCl, 100 mmol/L Tris—HCI, pH 8.0, 20 mmol/L 72 °C 15 min. PCR 1X TBE (89
EDTA, 10 g/L PVP—360.20¢/L CTAB, ¢  0.1% B— mmol/ L Tris 89 mmol/L. .2 mmol/ L
, . DNA 300 “L 1 mol/ L . pH 8.0) 15 o/,
NaCl . 30UL 10 mg/mL RNase ,37°C , ’
40 min RNA. DNA 100 ML TE( 1.6
10 mmol/ L Tris—HCI, 1 mmol/ L EDTA, pH=18.0) ADNA
S UNS . DNA RAPD
1.4 1 ) )
100 10 bp (SanGon 1 o Iynch Mil]jgan[ 6l
) 10 CHD
RAPD ’ DNA DNA (Fsp).  Neil ,
« (Unweighted pair group method
1 10 using arithmetic average, UPGMA ) ) Pop-
RAPD genel.32 (8 0/1 )
Tab. 1 Sequence of ten random primers, the total number
of DNA fragments and number of polymorphic bands
obtained from RAPD amplification. 2
RAPD 5—>3 RAPD 21
RAPD nucleotide total mumber polymorphic Tetep ,
pimers  sequences(S —3 ) of RAPD bands bands
S167 CAGCGACAAG 11 8
S190  ACCGTITCCAG 9 7 ' ’
S189 TCCTGGTCCC 9 8
SIS CTACTGCGCT 12 1 (P=0.05).
S179 AATGOGGGAG 9 8 PQZ—23 , HH—20
S177 GGTGGTGATG 7 5 . 11. 83 0. 40,
S174 TGACGGCGGT 12 12 4. 41( 1. 740). 954,
S172 AGAGGGCACA 13 11 128 1 YZA—16. YZB—15
S163 CAGAAGCCCA 8 6 HH— 20
S143 CCAGATGCAC 8 5
total 98 81 H4
YZA — 20 ,
1.5 PCR 11. 32; YZA— 16
PCR PCR  ( Perkin Elmer 2400) 0.51C 2.
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2
Tab. 2 The percentage of disease index on Tetep inoculated with isolates of R. solani AG— 1 IA
code of PDIV code of PDI code of PDI code of PDI
imlates iolaes iolates isolates
HH— 10 1.91 mnopb PQZ— 15 4. 29 hijkl YN—5 1. 98 mnop YZB— 16 0.47 p
HH— 15 1. 52 nop PQZ— 18 2. 04 mnop YN—8 1. 92 mnop YZB—6 1. 57 nop
HH— 17 1. 33 nop PQZ— 19 6. 65 defg YZ— 16 4. 48 hijk YZB—8 5. 46 fghi
HH— 18 8.75 be PQZ— 21 5.27 fghi YZ— 19 1. 72 mnop YZB—9 4. 53 hijk
HH— 19 6.93 def PQZ—23 11.83 a YZ— 20 7. 85 bed YZA— 16 0. 51 p
HH—2 8.92 be PQZ—17 4.05ijkl YZ—5 2. 63 Imno YZA—2 5. 91 efgh
HH—20 0.40 p YN—1 7.31 cde YZA—15 4.77 hij YZA— 20 11. 32 a
HH— 24 9.38b YN— 10 3.43 jkim YZA—8 7.57 cde YZA— 23 1. 34 nop
HH—5 2.77 klmn YN—25 4. 98 ghij YZB— 11 4.59 hij YZA—5 6. 10 defgh
PQZ— 12 5.93 efgh YN—3 1. 53 nop YZB— 15 0. 80 op YZA—7 1. 73 mnop
D 145 £ (PDD 693t L Cak? s FI2) 4038 6@ LA AR F 44 7 £ 0,05 KF 27 R 2 F Duncan’ s )
2.2 PCR
10 10
DNA s 13 DNA s DNA s
S172, 7, S177 DNA C 1),
DNA s | s
13 . 10 . DNA
% 02~-20kb DNA s 9.8
, 81
I (KK} bp ——»
GO Bp ——»

1~9 S189 , 10~ 19 S167 s+ M 200bp
S189:1~9 S167:10~ 19, M: 200 bp Marker
1 S189  S167  PCR

Fig. 1 Random amplified polymowphic DNA banding patterns of R. solani AG— 1 IA with primers S189 and S167

2.3 s I 102
2 , 0. 58 1 , 102
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(I VI L IVD. : ,
I 1 102 )
13 ; II N
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. N 128 , 14 ; RAPD 1. 0L IV ,
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RAPD

0.564 4~0.930 7,
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Tab.3 The observed gene diversity( Hij) of betweenr— populations and the observed gene diversity( Hj) of

within— Rhizoctonia solani AG— 1 1A populations from different rice varieties

1 102 954 128
Huahang no. 1 Peiza Qinzhen Yuenannuo Youza 102 Yueza 954 Yuezal28
1 Hudhang no. 1 0. 154
Peiza Qinzhen 0.297 (0.183)
Yuenannuo 0.347 0. 270 (0.20D
102 Youza 102 0.224 0.291 0.332 0. 119
954 Yueza 954 0. 329 0. 260 0.297 0. 324 (0. 166)
128 Yueza 128 0.323 0. 239 0.280 0. 312 0. 270 (0. 200
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Genetic Diversity and Virulence Variation of Rice Sheath Blight Pathogen
(Rhizoctonia solani AG— 1 IA) from Different Rice Varieties

YI Run-hua's LIANG Cheng-ye', ZHU Xiru', ZHOU Erxun’
(1 South China Institute of Botany, the Chinese Academy of Sciences Guangzhou 510650 China;
2 College of Resources and Envionment South China Agiic. Univ., Guangzhou 510642, China)

Abstract: Forty isolates of rice sheath blight pathogen (Rhizoctonia solani AG—1 TA) from six rice varieties were anal-
ysed for genetic diversity by using random amplified polymorphic DNA (RAPD) technique. Of 98 RAPD bands that were
amplified with 10 arbitraty decamer primers, 82.65% were polymorphic. Analysis of amplified polymorphic DNA frag-
ments showed that Nei’ s genetic identity were 0.564 4 ~0.930 7, the tested isolates were classified as 4 RAPD groups
(I, II, III IV), and the isolates from the same host were fallen into the same group by using UPGMA cluster analysis.
The results of virulence test in greenhouse indicated that all isolates were virulent to rice variety Tetep, and the range of
disease index varied from 0.40 to 11.83. It was suggested for genetic analysis that there was abundant genetic diversity
existing in rice sheath blight fungal population, and that the genetic variation was very significant within populations from
different rice varieties (Fsp= 0. 632), and that host selection affected the population genetic structure of Rhizoctonia
slani AG—1 1A. The RAPD cluster groups were in line to some extent with host origin of isolates, but virulence variation

was not related to host origin of isolates and RAPD groups.

Key words: rice; Rhizoctonia solani AG—1 TA; geretic diversity; virulence; RAPD
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