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NS, NSP and Aust respectively represents Gaozhou isolate Guangzhou-Tianhe isolate and A ustralia isolate. The sequence of sem-loop sructure was underlined,
and loop sequence was italised. Start code and siop code were boxed. TATA box and poly A signals was blacked and underlined GC-1ich region was underli ned
*

in wave-line. -represents the nuclotide same anong the three isolates. represent s deletion.

2 BBI'V DNA 6

Fig. 2 Comparison of DNA component 6 of Gaozhou isolate and the reported BBTV isolates
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Fig. 3  Comparison of the amino acid sequences encoded by DNA component 6 of the Gaozhou isolate and the reported BBI'V isolates
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Cloning and Sequencing of DNA Component 6 of BBTV NS Strain

HE Zi-fu, XTAO Huo-gen, II Hua-ping, FAN Huai-zhong (Faan Hwei-Chung)
(Laboratory of Plant Virology, South China Agric. Univ., Guangzhou 510642 China)

Abstract: By regular gene cloning techniques, DNA component 6 of the representative isolate of BBTV (banan bunchy
top virus) NS strain was cloned and sequenced. The sequence was compared with the sequence of DNA component 6 of
Guangzhou-Tianhe isolate (belong to NSP strain) reported . The results showed that the variance ratios of full sequence of
the component 6, the ORF nucleotide sequence and its encoding amino acid sequence between the two isolates were
3.4%, 1.7% and 2.6% respectively. Results in the experiment showed that the differences of the component between
the two representative isolates of the NSP and NS strains respectively were significant, and that further supported that
there were NSP and NS strains of Guangdong BBIV . In addition, the variance ratios of the full sequences of the compo-
nent, the ORF nucleotide sequences and its encoding CP amino acid sequences were 14.4%, 7.5% and 7. 1% espec-
tively between the Gaozhou isolate and the Australia isolate.
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